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Idea

ÅQTL MAS Workshop 2008

ÅUsing information on SNP correlation in the model

ÅRecombination rate

ÅDisaster
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MATERIAL: Animals

1 227 HF bulls
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MATERIAL: Markers , Traits

MARKERS

ÅIllumina bovine snp50 beadchip

54 001 SNPs

Å46 267 tSNPs

MAF Ó 0.01, call rate Ó 90%

Åaverage call rate

99.66% (all SNPs), 99.75% (tSNPs)

Åaverage MAF

0.23 (all SNPs), 0.26 (tSNPs)

TRAITS

ÅDeregressed EBV (spring 2009)

ÅMilk yield



METHODS: Linkage Disequilibrium

LD ESTIMATION

ÅPLINK Purcell et al. 2007

ÅUnphased genotypes

ÅPairwise LD

ÅCorrelation coefficients between allele counts

ÅLinked SNPs



METHODS: Direct Genomic Value

SNP EFFECT ESTIMATION

Åy deregressed EBV for MY

Åµ general mean

Åq SNP
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Åe residual
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METHODS: Direct Genomic Value

SNP EFFECT ESTIMATION
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METHODS: Direct Genomic Value

SNP EFFECT ESTIMATION

Åy deregressed EBV for MY

Åµ general mean

Åq SNP

ÅZ Í{ -1, 0, 1 }

Åe residual

eZqɛy ++=

COVARIANCE STRUCTURE (chromosome diagonal)
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RESULTS: Linkage Disequilibrium structure

PAIRWISE GENOMEWISE LD
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