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Introduction

Å Linkage disequilibrium (LD) is the tendency for alleles to be
inherited together more often than would be expected under
random segregation .

Å LD can be affected by many factors related to the evolutionary
history of the population, including random genetic drift, founder
effects, mutation, selection, population admixture and
stratification .

Å linkage disequilibrium (LD) has received considerable attention
among livestock geneticists primarily to determine the actual genes
responsible for variation of economically important traits and also
because of the increasing use of haplotype data for historical or
evolutionary inference of animal populations.

Å Recently, rapid increase in newly identified SNP markers and
continuous decline in genotyping cost have made it more realistic to
develop high density maps of animal populations.
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Aims:

1. In this study we aimed to develop a dense chromosome -wide 
linkage disequilibrium map of Chr14 in German Holstein cattle.

1. To measure the extent of haplotypic patterns and  blocking 
structures.

1. To Analyze DGAT1 region to find any signs of selection 
signature


