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DATA

1. QTL workshop simulated data set

2. Animals with genotypes and phenotypes

3. SNP data sets

Åall 6 000

ÅMAF ²0.3 3 328

Åevery 5th 1 200

Åevery 10th 600

Åevery 20th 300
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Mean GBVs for models 1, 2, 3 and various SNP data sets
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Standard deviations of GBVs for models 1, 2, 3 and various SNP data sets
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Mean EBV-GBV for models 1, 2, 3 and various SNP data sets
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RESULTS

SNP additive effects

for models 1, 2, 3 and various SNP data sets
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Correlation EBV-GBV for models 1, 2, 3 and various SNP data sets
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Correlation GBV-GBV for models 1, 2, 3 and various SNP data sets
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CONCLUSIONS

1. Low correlations EBV-GBV

2. Low correlations GBV-GBV

3. GBV overestimates EBV

4. SNP estimates differ across models

ÅGBVŸ model with random SNP

ÅQTL Ÿ model with fixed SNP
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