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Ograniczenia: Limits

wewmexfT History | Clipboard | Detais |

About Entrez

e Use All Fields pull-down menu to specify a field.
Entrez Nucleotide e If search fields tags are used enclose in square brackets, e.g., rubella [ti].
Help | FAQ e More help on using kimits is available here.

Entrez Tools Limited to:

Fields
Check sequence
revision history All Fields

LinkOut Exchude:

ISTSs [Clworking draft [|TPA [“lpatents
My NCBI

o -Molecule: — Gene Location:-
Related resources

BLAST |mRNA | v Any
L

Reference sequence -Segmented Sequences: - -Only from:
project Any iy =

Search for Genes _ Pubhshed ih fhe last:

Submit to GenBank Any Date

Search for full length Modified in the last:-
EoR Any Date
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Specyfi kacja s g Previewlindexz owy c h

Search Nucleotide

About Entrez

Entrez Nucleotide
Help | FAQ

Entrez Tools

Check sequence
revision history

LinkOut
My NCBI

Related resources
BLAST

Reference sequence
project

Search for Genes

Submit to GenBank

Search for full length
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v Nucleotlde

PubMed Nuciectide Protein Genocme

~ for leptin AND Mus musculus[Organism] NOT recept [ Preview ] [ Go ] [Clear]

') Limits¢]_ Preview/index ) History | Clipboard | Details |

Limits: mRNA

e Enter terms and click Preview to see only the number of search results.
e To save search indefinitely, click query # and select Save in My NCBI.
¢ To combine searches use #search, e.g., #2 AND #3 or click query # for more options.

Search Most Recent Queries
#1 Search leptin
#21 Search leptin AND Mus musculus[Organism] NOT receptor NOT antagonist Limits: mRNA
#2 Search leptin AND Mus musculus[Organism] NOT receptor NOT antagonist Limits: Genomic DNA/RNA

Add Term(s) to Query or View Index:

e Enter a term in the text box; use the pull-down menu to specify a search field.
e Click Preview to add terms to the query box and see the number of search results, or click Index to view terms within a field.

Accession ~ antagonis{ ] Preview H Index]

Click | AND || OR || NOT |to add a term to the query box
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PRZYKGADY OGRANI CZE®G
1. Search Nucleotide for : Y 58 518 sek

2. Search Nucleotide for Limits ;
Y 705 sekwen

3. Search Nucleotide for
Limits : Y 125 sekwen

4. Search Nucleotide for
Limits ;
Y 44 sekwenc
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Lista sekwencji

[C131: NM 007479 Reports Links

Mus musculus ADP-nibosylation factor 4 (Arf4), mRNA
gi|118131062jreffNM_007479.3|[118131062]

C132: NM 177594 Reports Order cDNA clone, Links

Mus musculus myotubulann related protein 9 (Mtmr9), mRNA
gi|33563377|ref]NM_177594.1|[33563377]

[33: AJ558021 Reports Links
Mus musculus mRNA for UROP11-110 (Uropl1 gene)
gi130348607|emb|AJ558021.1|[30348607]

[C134: AF061504 Reports Links
Mus musculus leptin-suppressed transcript LST1-like mRNA sequence
gi22128388|gb|AF061504.1|[22128388]

[[135: BC125245 Reports Order cDNA clone, Links

Mus musculus leptin, mRNA (cDNA clone MGC:130559 IMAGE:40054245), complete cds
g[115545387|gb[BC125245.1|[115545387]

[C136: BC038162 Reports Links

Mus musculus leptin, mRNA (cDNA clone IMAGE:1513077), partial cds
2i123273265|gb/BC038162.1|[23273265]

37: AY430080 Reports Links

Mus musculus stearoyl-CoA desaturase-4 mRNA, complete cds
g137993733|gb|AY430080.1|[37993733]
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Format: Gene Bank

DASTA Graphics More Formats ¥

GenBank: BC125245.1

Mus musculus leptin, mMRNA (cDNA clone MGC:130559 IMAGE:40054245), complete cds
Comment Features Sequence

LOCUS BC125245 1919 bp mRNA linear ROD 05-0CT-2006

DEFINITION Mus musculus leptin, mRNA (cDNA clone MGC:130559 IMAGE:40054245),
complete cds.

ACCESSION BC125245

VERSION BC125245.1 GI:115545387
KEYWORDS MGC.
SOURCE Mus musculus (house mouse)

ORGANISM Mus musculus
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia;
Sciurognathi; Muroidea; Muridae; Murinae; Mus.

REFERENCE 1 (bases 1 to 1919)

AUTHORS Strausberg,R.L., Feingold,E.A., Grouse,L.H., Derge,J.G.,
Klausner,R.D., Collins,F.S., Wagner,L., Shenmen,C.M., Schuler,G.D.,
Altschul,S.F., Zeeberg,B., Buetow,K.H., Schaefer,C.F., Bhat,N.K.,
Hopkins,R.F., Jordan,H., Moore,T., Max,5.I., Wang,J., Hsieh,F.,
Diatchenko,L., Marusina,K., Farmer,A.A., Rubin,G.M., Hong,L.,
Stapleton,M., Soares,M.B., Bonaldo,M.F., Casavant,T.L.,
Scheetz,T.E., Brownstein,M.J., Usdin,T.B., Toshiyuki,S.,
Carninci,P., Prange,C., Raha,S5.5., Loquellano,N.A., Peters,G.J.,
Abramson,R.D., Mullahy,S.J., Bosak,S.A., McEwan,P.J.,
McKernan,X.J., Malek,J.A., Gunaratne,P.H., Richarxds,S.,
Worley,K.C., Hale,S., Garcia,A.M., Gay,L.J., Hulyk,S5.W.,
Villalon,D.X., Muzny,D.M., Sodergren,E.J., Lu,X., Gibbs,R.A.,
Fahey,J., Helton,E., Ketteman,M., Madan,A., Rodrigues,S.,
Sanchez,A., Whiting,M., Madan,A., Young,A.C., Shevchenko,Y.,
Bouffard,G.G., Blakesley,R.W., Touchman,J.W., Green,E.D.,
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Format: Gene Bank

LOCUS BC125245 1919 bp mRNA linear ROD 05~0CT-2006

Unikalny kod dgx

DjugoSIi sekwencij i

Kategoria w bazie Gene Bank, 18 kategorii,

Data ostatniej modyfikacji
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Format: Gene Bank

bazy danych)
TITLE Bi bliografia opisujNca danN
publikacji, czasopismo + link do bazy PubMed

PUBMED 12477932

CONSRTM

JOURNAL




